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Il monitoraggio dei test genomici nel 
carcinoma della mammella early 

2021 2022 2023 2024 2025

Piacenza 0 15 18 0 33

Parma 8 28 42 44 62

Reggio Emilia 13 59 43 56 104

Modena 23 35 52 87 130

Carpi 0 0 17 20 29

Bologna 
(Sant’Orsola e 
Bellaria)

0 139 97 159 209

Imola 0 6 17 20 0

Ferrara 6 38 25 59 40

Romagna (Forlì, 
Rimini, Ravenna)

11 76 89 129 200

61 (7.2%) 386 (45.9%) 400 (47.5%) 473 (56.2%) 772 (92%)



Il monitoraggio dei test genomici nel 
carcinoma della mammella early 

Pazienti sottoposte 
a test prognostico 

multigenetico
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Numerosità di test genomici per il 
tumore della mammella in stadio

precoce
(Dati per Azienda di Residenza)
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Tailor(X): DRFS at 9 years

Sparano JA et a N Engl J Med. 2018 Jun 3;379(2):111–121.



Management of ER-positive: role of Gene Expression 
Assays in N0 disease:Tailor(X): DRFS at 12 years
• Patients with N0 and an intermediate-risk RS of 11 to 25: no benefit from chemotherapy

• Potential benefit in younger 
patients (aged ≤50 years) 
with an RS of 16 to 25 

Castration effect associated with
cytotoxic therapy, rather than an
effect in eradicating micrometasta
tic disease? 



Subgroup analysis : anthra benefit is seen if tumor > 2cm (HR:0.29 (0.10-0.87) 
regardless of menopausal status 



MONARCH-E TRIAL





Linfonodo sentinella positivo:
Ascella e ruolo dell’Oncotype

1) Gestione dell’ascella (PDTA Emilia-Romagna)
• Basata su criteri Z0011
• 1–2 LS positivi + chirurgia conservativa + RT → NO dissezione se
 T2 fino a 3 cm
     pz. Post-menopausa
     No estensione extracapsulare
     Luminali
• Oncotype NON influenza la decisione chirurgica









28 N+/49 NACT (57%)
25 cN0/28 N+ (89%)
9 LS+/25 cN0 (36%       ALND)

41 N+/87 NACT (47%)
23 cN0/41 N+ (57%)
8 LS+/23 cN0 (35%       ALND)
6 TAD- 

27N+/47 NACT (57%)
26 cN0/27 N+ (92%)
11 LS+/26 cN0 (41%        ALND)

24 N+/54 NACT (44%)
22 cN0/24 N+ (93%)
12 LS+/22 cN0 (54% ALND)
7 TAD -

62 N+/133 NACT (46%)
33cN0/62N+ (53%)
11 LS+/33 cN0 (33%      ALND)
7 TAD (1+        ALND)
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Conclusioni

• 44-57% N+ all’esordio
• Downstaging cN+/cN0: 53%-93%
• LS+(TAD+):35%-54%

• Ancora alto tasso di cFNR
• Vere risposte linfonodali (ypN0):46%-65%



Grazie per l’Attenzione!! 
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